No enough data in the literatures about the exact spread of different Echinococcus genotypes in animals and humans allover Egypt.
INTRODUCTION
Hydatid disease is an important zoonotic disease affecting humans and different species of animals all over the world particularly the Mediterranean region, Africa and the Middle East-including Egypt (Sadjjadi, 2006) sheep strains (G1 and G2), two bovid strains (G3 and G5), a horse strain (G4), a camel strain (G6), two pig strains (G7 and G9) and two cervid strains (G8 and G10), Nakao et al. (2013) Continuing with the previous attempts to understand the phylogenetic aspects of the hydatid disease in Dakahlia province, we selected camels in the current study to investigate the founded genotypes in this animal and to clear out its role in the transmission cycle of the G6 strain.
MATERIALS AND METHODS

Samples, animals and area of study
Ten natively reared camels were slaughtered at Products from PCR reaction were separated on agarose gels (1%) stained with ethidium bromide.
Gel bands DNA was purified and commercially sequenced. Bioedit and Mega (6) molecular softwares were used for alignment and phylogenetic purposes.
RESULTS
Using the blast search, analysis of the revealed partial Cox1 nucleotides sections from camel isolates of hydatid cysts confirmed their ligation to the G6 genotype (E. Canadensis, camel strain). All the examined samples were identical in their sequences. A new microvariant of the G6 genotype was described from camels in the present study.
This new haplotype was variable from the firstly 
